2% &9 W TFESITEN Vol. 28 No. 9
20114 9 A MICROELECTRONICS & COMPUTER September 2011

ETHEFREZEN DNABSF IR F

AEE, v T.% F.08F
R MR fFBHA B I fET 210037 )

B OE BT -AETAETHEEREUEDNAERE FRHRATE EHFTHANF AL F R, #F5]#
BERREM T XATAL BEAEEMB AR T AREH EHLEwESFHEEERE, REANARETHEE
W7k AT H N FATUEERA Y AR RERENEL TS, BRT 0 E R RGPk 0B B R 5%,
BRUW Z AR BERERAEAEHN EL R A G RENPIRR R TR EEE. R HEARE
BEUETERA AL S RAKKELE R RBEANENAL . AR AR ZER F BHH LT .

KgiR: DNA F5GERERAGHETREZRE

thE 4 %S TP311 TERARIRED: A XEHE. 1000—7180(2011)09—0193—04

Algorithm of Identification the DNA Repeat
Sequence Based on Frequent Subtree Mining

ZHOU Liu-liu, YE Ning, XU Sheng, YAN Min-li
(College of Computer Science and Technology, Nanjing Forestry University, Nanjing 210037, China)

Abstract: The proposed algorithm is based on the thinking of the frequent subtree mining repetitive DNA sequences
in the body identified. The organization of DNA sequences in the new algorithm is different from with the others;
organized a sequence as a tree, so we could avoid alignment as those traditional methods, then improved trees more
simple that could be operating by frequent subtree mining, used a kind of algorithm for mining frequent subtree to
learn these trees. This new algorithm could find out the repeated sequences which meet the threshold set directly, a-
void the wasting of time result of splicing the short sequences. Designed the new technology “secondary identifica-
tion”, which could find out the fuzzy repetitive sequences, also improved integrity of identification, Experiment show

that our mothod improved the time efficiency compared with mainstream algorithms, especially learning to find out

some long sequences and highly comparable on the integrity of identification,
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